
Fig. 1.  

Number of SARS-CoV-2 sequences available from the GISAID database 
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Fig. 2. 

SPONTANEOUS VARIABILITY

Remdesivir: INCREASED MUTATION RATE + VARIANT SELECTION

Immune response ± convalescent patient’s plasma therapy: VARIANT SELECTION

SARS-CoV-2 spike mutants:

N501Y, D69/D70, others

Variants harboring substitutions of no or unknown significance

Time


