SVARAP: Sequence VARiability Analysis Program

An example of application: rpoB gene sequencing
identification of Corynebacterium species
Khamis, A., Raoult, D. & La Scola, B. (2004). J Clin Microbiol 42:3925-31.
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1 gi|46360981|gb
2 gi|46360977|gb
3 gi|46360925|gb G J
4 gi|46360951|gb G &
g gi|46360957 |gb 3 G &
6 gi|d46361013|gb e G, e
7 gi|46360987 |gb J G, G
g gi|46360989|gb J G, J
9 gi|46360979|gb J G J
10 gi|46360975|gb 3 J &
11 gi|46360993|gb J G
12 gi|46360997 |gb e G, G
13 gi|46360973|gb J G, J
14 gi|46360959|gb J e
15 gi|46361015|gb e e J
16 gi|46360921|gb G
17 gi|46360943|gb 3 J G
18 gi|d46361011|gb e GG e G
19 gi|463609591|gb J G e G
20 gi|46360985|gb e J G e G
21 gi|46360967 |gb J G J G
22 g1 |46361017|gb 3 3 G G
23 gi|46361021|gb J J G [E G
24 gi|d46360927 |gb e 3 G G,
25 gi|46360941|gb J 3 & G
26 gi|46361009|gb J e
27 gi|46360949|gb J J G J G
28 gi|46360953|gb 3 & G & G
29 gi|46361025|gb £ G G & G
an gi|46360937|gb G & G
31 gi|d46360965|gb G e
32 gi|46360933|gb q
37 gi|46360961|gb q
34 gi|46360955|gb
35 gi|46360999|gb &
36 gi|46360935|gb &
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Corynebacterium species: variability in rpoB

« One shot » vizualisation of nucleotide variability (nonsliding window of 50 nucleotides)
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Corynebacterium species: variability in rpoB

« One shot » vizualisation of nucleotide site-by-site variability (nuc. 2001-4000 of the alignment)
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Corynebacterium species: variability in rpoB

« One shot » vizualisation of nucleotide site-by-site variability (nuc. 2001- 4000 of the alignment)
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Corynebacterium species: variability in rpoB

Vizualisation of nucleotide site-by-site variability: primers hibridization reqions

Variability per site Number of sequences harbouring a nucleotide at a given position
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Corynebactermm species: varlablllty in rpoB
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Corynebacterium species: variability in rpoB
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»SVARAP: analysis of variability per site and per sliding window of 25 nucleotides
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Corynebacterium species: variability in rpoB

Reverse primer
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SVARAP download :
« Philippe Colson, Unité des Rickettsies, CNRS UMR 6020, IFR 48, Faculté de Médecine,
Université de la Méditerranée, Marseille, France.
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