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SVARAP: Sequence VARiability Analysis Program
An example of application: rpoB rpoB genegene sequencing sequencing for for
identification identification of of CorynebacteriumCorynebacterium species species
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Corynebacterium species: variability in rpoB



« One« One shot shot »  » vizualisation vizualisation of of nucleotide nucleotide site-by-sitesite-by-site variability variability ( (nucnuc. 2001-4000 of the . 2001-4000 of the alignmentalignment))

Corynebacterium species: variability in rpoB

Forward primer 



Corynebacterium species: variability in rpoB

Reverse primer
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VizualisationVizualisation of  of nucleotide nucleotide site-by-site site-by-site variabilityvariability: : primers hibridization regionsprimers hibridization regions

Forward primer

Variability per site Number of sequences harbouring a nucleotide at a given position

Reverse primer

Corynebacterium species: variability in rpoB



SVARAP: analysis of variability per site and per sliding window of 25 nucleotides
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Corynebacterium species: variability in rpoB

Forward primer

ClustalX (v1.8)
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Corynebacterium species: variability in rpoB
Forward primer



SVARAP: analysis of variability per site and per sliding window of 25 nucleotides

Corynebacterium species: variability in rpoB

Reverse primer
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Corynebacterium species: variability in rpoB

SVARAP download :
• Philippe Colson, Unité des Rickettsies, CNRS UMR 6020, IFR 48, Faculté de Médecine,

Université de la Méditerranée, Marseille, France.
• http://ifr.free.fr/recherche/jeu_cadre/jeu_rickettsie.html
• Hypertext link « Téléchargement »

Reverse primer


