Link to open theweb page for ARG-ANNOT:  http://www.mediterranee-infection.com/article.php? aref=282& titre=arg-annot
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Antibiotic Resistance Gene-ANNOTation

ARG-ANMOT (Antibictic Resistance Gene-ANMNOTation) is a new tool that was created to detect existing and putative new
antibiotic resistance (AR) genes in bactenal genomes. ARG-ANNOT uses a local blast pragram in Bio-Edit software that
allows the user to analyze seqguences without web interface.
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1- Download of the BioEdit

Copyright © 1997-2013
Tom Hall

Ibis Biosciences
Carlsbad, CA 92008

Download BioEdit.zip

BioEdit is a biological sequence alisnment editor written for Windows 3328 NT 2000 %P7, An

and install setu p.exe file infuitive multiple document interface with convenient features males alignment and manipulation of
sequences relatively easy on vour desktop computer.  Several sequence manipulation and analysis
— options and links to external analysis programs facilitate a working environment which allows vou to
Il?lll'i'IE'mLZIlpl > view and manipulate sequences with simple point-and-click operations.
BioEdit's features include:
Bug fixes / changes
Bi_l:lEdit . * Several modes of hand alignment * BENA comparative analysis tools
General information . ] ] o
BioDoc.pdf * Aytomated Clustal'W aliznment * (raphical matrix data viewing tools
(pdf format IIIEIp doc) * Automated Blast searches {local and WWW) * Shaded aliznment fizures
* Plasmid drawing and annotation * Translation-based nucleic acid alighment
View Screenshots * Accessory application confizuration * ABItrace viewing, editing and prinfing
* Hestriction mapping * Customizable .. other features

Note: BioEdit is no longer being regularly mamtained, and the
documentation 15 out of date and no longer mamtamed. BioEdit 1s free for
use by any and all interested parties. but 1s suppled as is. Users must agree
with the terms of the license.

Citelinecom O C.ovontversion 72
S }ﬁ, the software Last updated 8/27/2013
C Enter disease, therapy or topic and click Search: 2) Tips you use!
Ite... e ki g

Internet Research Sefiwore | Saarch
any Ay |

v 7 :
YSOUR? Copyrieht 91099 Caredata com Inc BioEdit
Software Informer

Tom Hall
Thomas Hallifabbott.com




2- After ingtalling the BioEdit on your PC. Open the BioEdit () to create local nucleotide database

}" BicEdit Sequence Alignment Edm _":___ ﬁ
Fll@cesur}r Applicati053 RMA  World Wide Web  Options  Window Help
= Add / Rernove / Modify an Accessory Application

R Local BLAST

MCBI BLAST over the Internet

CAP contig assembly program
DNADist > Neighbor phylogenetic tree Create a local protein database file

DNADist DNA distance matrix 3< Create a local nucleotide database filg >

DMAmI DMNA Maximumm Likelihood program

DiAmIk DMNA Maxirnum Likelihood program with molecular clock
DMAPars DMA parsimeny method

FastDMAmI DMA maximum likelihood
Fitch -- Fitch-Margoliash and Least-Squares Distance Methods

Kitsch -- Fitch-Margoliash and Least Squares Methods with Evolutionary Clock
MEIGHBOR. -- Meighbaor-Joining and UPGMA methods

ProML Protein Maximum Likelihood program

Protdist ---= Fitch phylogenetic tree

Protdist ---= Meighbor phylogenetic tree

Protdist protein distance matrix

Protpars protein parsimony method

Navigate the database file from the PC and create local nucleotide database file. Database for amino acids can be created in similar manner.



3- To perform blast follow the steps:

}" BicEdit Sequence Alignment Edm _.':___

Fi Accesur}rhpplicatinnbﬂNA World Wide Web  Options  Window Help

= Add / Rernove / Modify an Accessory Application

2 G (3 Teaias>

AR contig assemibly grogran MCBI BLAST over the Internet

DNADist > Neighbor phylogenetic tree Create a local protein database file
DMADIst DMA distance matrix
DMAmI DMNA Maxirmurmn Likelihood program

DiMAmlk DA Maxirnum Likelihood program with melecular clock

DMAPars DMA parsimony method

FastDMAmI DMA maximurmn likelihood

Fitch -- Fitch-Margoliash and Least-Squares Distance Methods

Kitsch -- Fitch-Margoliash and Least Squares Methods with Evelutionary Clock
MEIGHEOR. -- Meighbaor-Joining and UPGMA methods

ProML Protein Maximum Likelihood program

Create a local nucleotide database file

Protdist ---» Fitch phylogenetic tree
Protdist ---= Meighbor phylogenetic tree

Protdist protein distance matrix

Protpars protein parsimony method

Follow the steps 1, 2 and 3 for opening the window for the Blast.



4- Criteria for blast

BLAST iz govermmment software obtained from the MCBI For reference see:

Altzchul, Stephen F.. Thomasz L. Madden. Alejandio &, Schaffer. Jinghui £hang. £heng Zhang,
“Webb Miller, and David J. Lipman [1997), "Gapped BLAST and PSI-BLAST: a new generation
of protein database search programs', MHucleic Acids Res. 25:3389-3402.

Progrd Nucleolide Dateba® (BAARG22052013.14 )

Frotein D atabasze: |,&.&-.-5.H|3.t:4t

Bueny: aste the seguence 3

Pazte From Clipbaard ‘

Alternatively sequences can aso be pasted in this

C Load From File >‘ box for Blast

Dutput file name | Specify | [default = file opened but nat saved)

[v Open output p—
[ Filter sequences for low-complexity regions E xpectation Yalue [E)QL0E-100 - | 4

[v DoGapped BLAST [not available for thlagts] )
W Show Gl's in deflines Matic [BLOSUMEZ |

[ Tabular output

M aw rurmber of hitz to report a00 u

b ax number of alighments to show | 260

Thirezhhold for extending hit 0
Additional parameE( -md )

YWarning! The complete combined command line [including file paths and auto-set paramters] cannot excedd 128 characters
nder DOS. | have not vet found a way around thiz. I the program doesn't run, ty 2aving the query file to C:A\Temp first.

IJzage
blastall arguments:

-p Program Name [String] (set internally with BicEdit)
-d Database [String] (set internally with BioEdit)
-i Query File [File In] (set internally with BicEdit)

I

6 Dismiss |  BLAST releasenctes | NCBIBLAST help

Follow the step 1 to select the program, 2 to select database, 3 to either paste or load the file , 4 to set e-value, 5 to define format (-m8 tabular), 6 to perform blast




5- Blast Output:

# File Edit Format Accesory Application RMNA  World Wide Web  Options  Window  Help
= D

=] éﬁ% By |Courier New | lg—ﬁ B/7U

|gb | ARFRFO1000 o] (Bla) TEM-60:RF047171:
56 1gb|AFRF01000025. ]
56lgb|AFRF0100

19540
19513

4
19540
13510
19540

[ e
o

=

[

(V=]

S56|gk | APRFO100

i56|gb | AFRF0100

56|gb|AFRFO

58lgb|RFRFO1

56|gb | AFRFO

S6|gb|AFRFO100 .

56|gb | AFRFO100002 (Bla) TEM-
5S6|gk |APRF0100002 (Bla) TEM-1
56|gb | AFRFO100002 (Bla) TEM-
S6|gb |AFRFO100002

561gk |APRF01000025.

R R S - I X

e e

[N )

18500
13500
18500

oo
[N

o
[N

]
[N}
[ %]

56| gh | APRF01000025. 1

-

{Bla) TEM-117:
{Ela\TEli—lSl 11-"9-1991& 1-

[

I

(43}

L)
[N =1

[= S I X
i

=
(=]

[5]
o

oL

gb | APRFQ
56 gb|AFRFO1

EL ibIAPRFGIUGU_ 5.

Select and copy the blast output and pastein the XL -sheet.



6- Blast analysis:

#L_File For ARG_AMNALYSIS [Mode de compatibilite] - Microsoft Exc,e!'

T j
|'E!'I ‘|Hq' = ,-;' -
s — . . TG oo e .
- coueil Insertion Mise en page Fgrmyles Donnees Revision Affichage
5 =" o Ly T = |5] connexions T e i G Effacer i ] —
Apartir du A partirdu A partic & partir d'sutres | Connexions || Actualiser L - Z| Trier | Fitrer \.:} ) vg supprimer JValidation «
fichier Access site Web dutedte  sources~ existantes tout= == Madifier les Hens d'aecas . Ryancé les doublongl  données
Données externes Connexions Trier et filtrer utils de don
| A1 - £ | Queryid
| A i) ¢ 2] E E =] H 1 J K L
1l Query id Database id % Identity  Alignment length Mismatches Gap Q58* QSE** DS5*** DSE**** e-value Bit score
2 |gi|480132254|gh| APRFOL1D00008.1|amase_class-A):NC_010410:2507740 100.00 1275 1] 0 315294 316568 1275 1 00 2527
3 |gi|4B0132254|gb|APRFOID0000B.1[ (Bla)OXA-69:AY750511:1-B25:825 100.00 825 0 0 | 645518 B46342| B2S 1 0.0 1635
4 |gi|480132254|gb| APRFO100D00B.1| (Bla)OXA-248:HE963769:1-825:825 59 B8 B25 5 0  B4551B 646342 B82S 1 00 1628
5 |gi|480132254| gb | APRFOL00000B.1| (Bia)OXA-112:EF650038:1-B25:825 89.88 825 1 0 | 645518 B46342| B2S 1 0.0 1628
b |gi| 480132354 | gb|APRFOL100000B.1[ [BI=)jOXA-110:EF650056:1-B25:825 09,88 825 1 0 | 645518 (46342 BIS 1 0.0 16328
7 |gi|480132254| gb | APRFOL00000B.1| (BIa)OXA-107:EFB50035:1-B25:825 89.88 825 1 0 | 645518 B46342| B2S 1 0.0 1628
B |gi[480132254|gb | APRFOLD0ODD0B.1| (Bla)0XA-82:D0335566:1-825:825 09,88 825 1 0 | 645518 B46342| B2S 1 0.0 1628
9 |gi|480132254|gb| APRFO100D008.1| (Bla)OXA-250:HES63771:1-825:825 99.76 B25 2 0  B45518 646342 B82S 1 00 1620
10 jgi| 480132254 | gb| APRFO100000B.1| (Bla)OXA-120:HES63768:1-B25:B25 0891 825 9 0 | 645518 B46342| B2S 1 0.0 1564
11 gi|480132354| gb| APRFO1000008.1| (Bla)OXA-208:FRB53176:1-B25:825 08.55 B25 12 0  B4551B 646342 B82S 1 00 1540
12 gi| 480132254 | gb| APRFO100000B.1| (Bla)OXA-B8:D0392965:9-835:825 98.55 825 12 0 | 645518 B46342| B2S 1 0.0 1540
13 |gi[480132254| gb| APRFO100000B.1| (Bla)OXA-65:AY750908:1-825:825 08.55 B25 12 0  B4551B 646342 B82S 1 00 1540
14 gi|480132254| gb| APRFO100000B.1| (Bla)OXA-95:DQ512089:9-833:825 SB.42 825 13 0 | 645518 B46342 B2S 1 0.0 1532
15 \gi| 480132254 | gly| APRFO1000008.1| (Bla)O¥A-54:00515088:9-833:825 G842 B25 13 0  B45518 646342 825 1 0.0 1532
16 gi| 480132254 | gb| APRFO1000008.1| Bla)OXA-91:00519086:1199-2023:825 8842 825 13 0 | 645518 646342 B2S 1 0.0 1532
17 \gi| 480132254 | gb| APRFO1000008.1| (Bla)O¥A-180:HMS70036:1-825:825 9830 B825 14 0 | 645518 6B46342 0 B2S 1 0.0 1524
1B \gi| 480132254 | gly| APRFO1000008.1| (Bla)OXA-98:AM279652:1-825:825 58.30 B25 14 0  B45518 646342 825 1 0.0 1524
12 gi| 480132254 | gb| APRFO1000008.1| (Bla)OXA-64:AYT50907:1-825:825 98.30 825 14 0 | 645518 646342 B2S 1 0.0 1524
20 gi| 480132254 | gb | APRFO1000008.1| (Bla)OXA-217INE05240:1-825:825 0818 B825 15 0 | 645518 6B46342 0 B2S 1 0.0 1516
21 gi|480132254| gl | APRFO1000008.1| (Bla)OXA-216:FRBE5168:1-825:825 G8.18 B25 15 0  B45518 646342 825 1 0.0 1516
22 gi|480132254| g | APRFO1000008.1| (Bla)OXA-130:EU547445:1-825:825 98.18 825 15 0 | 645518 646342 B2S 1 0.0 1516
23 gi| 480132254 | gb| APRFO1000008.1| (Bla)OXA-117:G0423625:1-825:825 0818 B825 15 0 | 645518 6B46342 0 B2S 1 0.0 1516
24 \gi| 480132254 | gby| APRFO1000008.1| (Bla)OXA-77:AY945202:1-825:825 G8.18 B25 15 0  B45518 646342 825 1 0.0 1516
25 gi|480132254| gb| APRFO1000008.1| (Bla)OXA-6B:AY750910:1-825:825 98.18 825 15 0 | 645518 646342 B2S 1 0.0 1516
26 gi| 480132254 | gb| APRFO1000008.1| (Bla)OXA-66:EF051061:485-1309:825 0818 B825 15 0 | 645518 6B46342 0 B2S 1 0.0 1516
27 21| 480132254 | gl | APRFO1000008.1| (Bla)OXA-249:HES63770:1-825:825 G8.06 B25 16 0  B45518 646342 825 1 0.0 1509
28 gi|480132254| gb| APRFO1000008.1| (Bla)OXA-206:AB634250:1-825:825 98.06 825 16 0 | 645518 646342 B2S 1 0.0 1509
29 gi| 480132254 | gb| APRFO1000008.1| (Bla)OXA-203:HOQO9BE57:1-825:825 9806 B825 16 0 | 645518 6B46342 0 B2S 1 0.0 1509
30 \gi| 480132254 | gby| APRFO1000008.1| (Bla)OXA-202:HO734813:1-825:825 G8.06 B25 16 0  B45518 646342 825 1 0.0 1509
31 gi| 480132254 | gb| APRFO1000008.1|Bla)OXA-199:HO637466:1233-2057:82 98.06 825 16 0 | 645518 646342 B2S 1 0.0 1509
32 gi| 480132254 | gb| APRFO1000008.1| (Bla)OXA-150:G0853681:1-825:825 9806 B825 16 0 | 645518 6B46342 0 B2S 1 0.0 1509
33 \gi| 480132254 | gly| APRFO1000008.1| (Bla)OXA-144:FI1872530:1-825:825 G8.06 B25 16 0  B45518 646342 825 1 0.0 1509
34 gi|480132254| gb | APRFO1000008.1| (Bla)OXA-128:EU375515:1-825:825 98.06 825 16 0 | 645518 646342 B2S 1 0.0 1509
25 gl AR 277541 oh| APRFATAAMAAR 11 [RIAWYYA-1N0-FI157257-1-RI5-RI5 QR NA RI5 1R N | RASGIR | A4R34T . RIS 1 nn 15ma

Select and copy the blast output and paste in the XL -sheet and reduce the redundancy

using removesduplicatesfrom the QSS and QSE column.



7. Use of XL function to reduce redundancy

=

Accueil Insertion Mise en page Farmules Données Révision Affichage
- % LI i iy iy = || Connexians A E ? . Effacer - =
'—fa' = BE =1 =i ="@ =7 Proprietes ll ik (> Réappliguer = |:ﬂ

A partir du A partir du ﬁlpartlr A partir d'autres | Connexians || Actualiser = d . il Trier Filtrer Y : Convertir Supprimer Validation de

fichier Access site Web  du texte SOUMCes ~ existantes tout= == Modifier [es hens d'acces Jw? Avance les doublons données =

Donnges externes Connexions Trier et filtrer Quitils de donn

Al v £ | Queryid
| A | B C | B | E | ]| & [T T T L [
LN Query id Database id 2 ldentity  Alignment length Mismatches Gap Q55* QSE** D55=** DSE***" e-value Bit score

2 |gi|4B0132254|gb| APRFO1000008.1|amase_ciass-A)NC 010410:2507740 100.00 1275 ] 0 | 315294 316568 1375 g 0.0 2527
3 |gi|4B0132254|gb| APRFOI000008.1| (Bia)OXA-69:AY750511:1-825:825 10:0.00 B25 0 0 | 645518 646342 B2S g 0.0 1635
4 |gi|4B0132254|gb| APRFO1000008.1| (Bl=)OXA-248:HES63769:1-B25:825 o9 88 B25 1 0 | 645518 646342 B2S g b 0.0 1628
5 |gi|480132254 [ gb| APRFOI0000CE.1| (Bla)OXA-112:EF650038;1-B25:825 o9 88 B25 1 0 | 645518 646342 B2S g b 0.0 1628
6 \gi|4B80132254[gb| APRFOI0000CR.1| (Bla)OXA-110:EF650036:1-B25:825 o9 88 B25 1 0 | 645518 646342 B2S g 0.0 1628
7 gi|480132254|gb| APRFOIC000CE.1| (Bla)OXA-107:EF650033:1-B25:825 o9 88 B25 1 0 | 645518 646342 B2S g 0.0 1628
£ |gi|480132254|gb| APRFOI000008.1| (Bla)OXA-52:D0335566:1-825:825 99 .88 B25 1 0 | B45518 6£646342 B2S 1 0.0 1628
9 |gi|480132254|gb| APRFO1000008.1| (Bla)OXA-250:HES63771:1-825:825 90.76 825 2 0  B45518 646342 B35 1 00 1620
10 gi|4B0132254 | gb| APRFO1CO0008.1| (BlajOXA-120:HES63768:1-825:825 08.01 825 ] 0  B45518 646342 B35 1 00 1564
11 gi|4B0132254|gb| APRFO1000008.1| (Bla)OXA-208:FRB53176:1-B25:825 98.55 825 12 0  B45518 646342 B35 1 00 1540
12 :._gi|4-BDJSZE-4|gb|APRF{)J{}D[}[}DB.1| {Bla)0XA-B8:003922963:9-833:825 98.55 825 12 0 | 645518 546342 825 1 0.0 1540
13 |gi|4B0132254|gb| APRFO1COC0O0B.1|  (Bla)OXA-65:AY750908:1-825:825 08.55 B25 12 0 B45518 546342 B25 1 00 1540
14 gi| 480132254 | gb| APRFO1COC00B.1|  (Bla)OXA-85:D051%085:53-833:825 0842 B25 13 0 45518 GB4R342 B35 1 00 1532
15 |zi|4B0132254|gb| APRFO1000008.1| (Bla)OXA-94:D0519088:3-833:825 | » LT 12 S REREIE_SiELd RaE 1 0.0 1532
16 |zi| 480132254| gb| APRFO1000008.1] Bla)0XA-91:00519086:1199-2023:825 Supprimer les avertissements en double @lﬂ 1 0.0 1532
17 2| 480132254 | gb| APRFO1000008.1| (Bla)OXA-180:HM570036:1-825:825 1 0.0 1524
12 2i|480132254|gb| APRFO1000008.1| (Bla)OXA-98:AM279652:1-825:825 | | Microsoft Office Excel a trouve des données prés de votre selection, Comme 1 00 1524
19 |gi|480132258| gb| APRFO100000B.1|  (Bla)OXA-64:AY750907:1-825:825 Ehesne o pas el Centes, eles O sceant fos SgTemss. 1 00 1524
20 |gi| 480132254 | gb| APRFO1COC0O0E.1|  (Bla)OXA-217:1NE03240:1-825:825 Que voulez-vous faire ? 1 0.0 1516
21 gi|4B0132354|gh| APRFOI000008.1| (Bla)OXA-216:FREB65168:1-825:825 3 0.0 1516
22 \gi|4B01323254 | gb| APRFO1C0000B.1| (Bla)OXA-130:EU547445:1-825:825 3 0.0 1516
23 |gi|4B0132254 | gb| APRFOIC0000R.1| (Bla)OXA-117:G0423625:1-B25:825 3 0.0 1516
24 \gi|4B0132354 | gb| APRFOIGOC00E.1|  (Bla)ONA-7T:AYS49202:1-B25:825 3 0.0 1516
25 |gi| 480132254 | gb | APRFOICOCO0B.1|  (Bla)OXA-GBAYYS0910:1-B25:825 | 3 0.0 1516
26 |gi| 480132254 | gb| APRFOICOC00E.1| (Bla)OXA-66:EF051061:485-1309:E25 — — 3 0.0 1516
27 |gi| 4801532254 | gb | APRFOICOCO0B.1| (Bla)OXA-249:HES63770:1-825:825 G20 2 0 A5518 B 1 0.0 15049
28 |gi| 480132254 | gb| APRFO1COC00B.1| (Bla)OXA-206:AB634250:1-825:825 98.06 B25 16 0 | 645518 6&46342 B2S 4 0.0 1509
29 [gi|4B0132254|gb| APRFOICOC008.1| (Bla)OxA-203:HQI98B57:1-B25:825 98.06 B25 16 0D 545518 6&46342 B25 1 0.0 1509
30 |gi|4B0132254 | gb| APRFO1COC0O0B.1| (Bla)OXA-202:HQ734813:1-B25:825 08.06 B25 1& 0 B45518 546342 B25 1 00 1509
31 gi|4B0132254 | gb| APRFO1COC008.1|Bla)OXA-199:HO637466:1233-2057:82 08.06 B25 1& 0 B45518 546342 B25 1 00 1509
32 gi|4B0132254 | gb| APRFO1COC008.1| (Bla)OXA-150:GO853681:1-B25:825 08.06 B25 1& 0 B45518 546342 B25 1 00 1509
33 |gi|4B0132254|gb| APRFO1COC00B.1|  [Bla)OXA-144:FI872530:1-825:825 08.06 B25 1& 0 B45518 546342 B25 1 00 1509
T8 s ADATIIICA Tl | ANNCATNNAND 110 fOI=vMYA 1T70-CHLIZ2TCCTC-T OC-0°C no nc oac 1c n cACC10 cAacIan onc 1 nn 1CnT



8. Use of XL function to reduce redundancy

e, — —— —— —— —
(Ol H o B ¥ XL_File_For ARG_AMALYSIS [Mode de compatibilité] - Microsoft Bxcel
:y Accueil Insertion Mise en page Farmules Données Revision Affichage
L &y 3 L - Connexions e ? i Effacer 5 |T
e '—'; —3 =t =1 j ‘:J Proprigtes 24 E ! ;. Réappligues : = :0[
A partir du A partir du A partir A partir d'autres | Connexions || Actualiser R - il Trier Filtrer \;, b ) Convertir  Supprimer  Validation
fichier Access site Web  du texte SOUFCES ™ existantes tout= == Modifier les liens d'acces i Pvance les doublons  données
Dionnées externes Connexions Trier et filtrer Qutils de don
AZ @ I | gi | 480132254 | gh | APRFO1000008.1 |
| A B N R S S Y N <SS T T Y7 M
1. Query id Database id % Identity  Alignment length Mismatches Gap 055  QSE** !D55=** DSE=***  e-wvalue Bit score
2 Bi|480132354|gb| APRFO1000008.1|amase_class-A)NC 010410:2507740 100,00 1275 ] 0 315294 316568 1275 £ 0.0 2527
3 Ei|480132354 gb| APRFO100000E.1| (Bla)OXA-69-AY750911:1-B25:825 100,00 825 L] 0 b4551B ' 646342 B35S I 0.0 1635
4 Ei|480132254|gb| APRFO1000008.1| (Bla)OXA-24B:HERE3TED:1-B25:825 99,88 825 1 0 B45518 ' 646342 BIS i 00 1628
5 Bi|480132254|gb| APRFO1000008.1| (Bla)OXA-112:EFE50038:1-825:825 99,88 825 1 0 B4551B ' 646342 BIS I 0.0 1628
G Bi|480132254|gb| APRFO1000008.1| (Bia)jOXA-110:EF650036:1-B25:825 99.88 825 1 0 B4551B ' 646342 BIS I 0.0 1628
7 EBi|480132254|gb| APRFO1000008.1| (Bla)OXA-107.EF650033:1-825:825 99,88 825 1 0 B4551B ' 646342 BIS i 00 1628
£ Ei|430132354(gb| APRFO1000008.1| [Bla)OXA-32:D0335566:1-825:825 99.88 825 1 0 B45518 ' 546342 B2S i 00 1628
9 Ei|4801532254|gb| APRFO1000008.1| (Bla)OXA-250:HED63771:1-825:825 99.76 825 2 0 b45518 ' 546342 B2S i 0.0 1620
10 i | 480152254 [gb| APRFO1000008.1| (Bla)OXA-120:HED63768:1-825:825 0891 825 9 0  B45518 646342 B35 1 0.0 1564
11 Bi[480132254[gb| APRFO1COCD0B.1| (Bla)OXA-208:FRE53176:1-B25:825 9855 BZ5 12 0 B4551B 646342 BIS 1 0.0 1540
12 ki|480132254|gb| APRFO1000008 1| [Bla)OXA-BE:DO3929639-833:825 9855 825 12 0 545518 (46342 RIS 1 0.0 1540
13 1i[ 480132254 |gb| APRFOI000008.1  (BIajOXA-65:AY750008:1.80 . . . = - m 0.0 1540
14 ki| 480132254 gb | APRFO1000008.1| (Bla)OXA-05:DQ510080:9-4 “HPP e &5 GOURIONE 88 - S 00 1537
15 Ei|480132254]gb| APRFO1C0000B.1|  {Bla)OXA-94:D0515088:5-8 | o, supprimer les valeurs en double, selectionnez une ou plusieurs colonnes contenant des 0.0 1531
16 Bi 480132254 gb| APRFO1COCD0E.1| (Bla)OXA-51:DO515086:1159 doublons, 0.0 1532
17 ki|480132254|gb| APRFO1000008.1| (Bla)OXA-180:HM570036:1- = ) ) 0.0 1524
18 [i|480132254|gb | APRFO1000008.1| (B1a)OXA-98:AM279652:1-8 | | 3= Sélectionner tout | (32 | Mes données ont des en-tétes 0.0 1524
13 Ei|4B0132254|gb| APRFO1000008.1| (BiajOXA-64:AY750907:1-8 ~——__  __— 0.0 1524
20 ki [4B0132254|gb| APRFO1000008.1| (Bla)OXA-217:JN603240:1-8F 00 1516
21 ki|480132254|gb| APRFO1000008.1| (Bla)OXA-216:FREES168:1-q)| | Colonnes 0.0 1516
22 ki| 480132254 |gb| APRFO1000008.1| (Bla)OXA-130:EU547445:1-8) || Queryid 0.0 1516
23 ki | 480132254 | gb| APRFO1000008.1| (BlajOXA-117:G0423625:14)| |[V] Database id 0.0 1516
24 ki|480132254|gb| APRFO1000008.1| (BIajOXA-77:AY949202:1-B])| |[7] o Identity 0.0 1516
25 ki|480132254|gb| APRFO1000008.1| (B12)OXA-68:AY750910:1-8lll 17 Alignment length 0.0 1516
26 i | 480132254 [ gb | APRFO1C0000E.1| (Bla)OXA-66:EF051061:485- p‘l MismiatcHes 0.0 1516
27 ki|480132254|gb| APRFO1000008.1| (Bla)OXA-249:HE963770:1-81| ' — 0.0 1509
28 [i|480132254|gb| APRFO1000008.1| (Bla)OXA-206:AB634250:1-8) 0.0 1509
29 ki|4B0132254|gb| APRFO1000008.1| (Bla)OXA-203:HO998857:1-4) 0.0 1509
30 ki|4B0132254|gb| APRFO1000008.1| (BlajOXA-202:HO734813:1-4 0.0 1509
31 IIWISWIEBIAPRFUIMB 1|EIE|jDKﬁ. 1'3‘9' HO637466: 1233:- i 0.0




9. Use of XL function to reduce redundancy

P T S — ————— —— — I
i Ia ) =l - = XL_File_For_ARG_AMALYSIS [Mode de compatibilité] - Microsoft Excel
:]/ Accueil Insertion Mise en page Farmules Dannées Révision Affichage
5 = 0y =R L ﬂ 35 Connextons 3l E ? & Eifacer E*E qu
—E = =8 L3 =1 L~ “ Proprigtas B l -, ReEappligues il .
_-'0. partir du A partir du A partir A partir d'autres Connexions || Actualiser _‘ ... |%| Trier | Filtrer \.:; - Convertir Supprimer Validation (
fichier Access site Web | du texte SOUCES ™ existantes tout~ == Modifier [es liens d'accas 2 Avance les doublons  données’
Données externes Connexions Trier et filtrer Qutils de dan
A2 hal Jx | gi| 480132254 | gh | APRFO1000008.1 |
= A : B e foee B Sk Skl Gl n Lot b J i [t
1 Query id Database id % ldentity | Alignment length Mismatches. Gap Q55  QSE== D55*** DSE**** e-value Bit score
2 Ei[4B0132254|gb| APRFO100000E. 1| amase._class-AlNC 010410:2507740 100.00 1275 0 0 315294 316568 1275 1 0o 2527
_3__ oi 480132254 | gb | APRFO100000B:1| (Bla)OXA-B8:AY750911:1-825:825 100.00 B25 0 0 645518 /46342 B2S 1 0o 1635
4 Ei|4B0132254|gb|APRFO1000008.1| (Bla)OXA-24B:HER63760:1-825:825 99,88 825 1 0 645518 B/4R342 B82S 1 0.0 1628
5 Ei|480132254|gb|APRFO100000B.1| (Bia)OXA-112:EFE50038:1-825:825 99,88 825 1 0 645518 B/4R342 B82S 1 0.0 1628
6 Ei|4B0132254|gb|APRFOI00000B.1| [Bia)OXA-110:EF650036:1-B25:825 0GR B25 1 0 645518 /46342 B2S 1 0o 1628
7 Ei|4B0132254|gb| APRFOL00000E.1| (Bia)OXA-107:EF650033:1-B25:825 0GR B25 1 0 645518 /46342 B2S 1 0o 1628
8 Ei|480132254|gb| APRFO100000B.1| (BI5)OXA-82:D0335566:1-825:875 o928 325 1 0 545518 546342 825 1 0.0 1628
9 Ei|4B0132254|gb|APRFOI00000B.1| (Bia)OXA-250:HES63771:1-825:825 9976 825 2 0 645518 B/4R342 B82S 1 0.0 1620
10 Ei|480132254|gb | APRFO10C000B.1| (Bla)OXA-120:HE263768:1-825:825 58.91 825 9 0 645518 B/4aR342 B82S 1 0.0 1564
11 Ei|48D132254| gb | APRFO1D0000R.1| (Bla)OXA-20B:FRB53176:1-B25:825 B8R 55 B25 12 0 645518 /46342 825 1 0.0 1540
12 i | 480132254 gb| APRFO1000008.1|  (Bla)OXA-BE:DO392963:9-833:825 g 55 875 Es 0 645518 646342 825 1 0.0 1540
13 i |480132254| gb| APRFOL000008.1|  (Bla)OXA-65:AY750908:1 o A - - m 0.0 1540
4 bi|480132254| gb| APRFO1000008.1| (B1a)OXA-95:D0519089: = 5 -_— 0.0 1532
15 Ei[480132254| gb| APRFO1000008.1|  (Bla)OXA-34:D0513028: Pour supprimer les valeurs en double, sélectionnez une ou plusieurs colonnes contenant des 0.0 1533
16 ki | 480132254 gb| APRFO1000008.1||Bla)OXA-91:D0519086:11 dablans.: 0.0 1532
17 ki| 480132254 gb| APRFO1000008.1| [Bla)OXA-180:HM570036:1- i ) 0.0 1524
1B &i|480132254|gb| APRFO100D008.1| (Bla)OXA-98:AM279652:1 I 4= sélectionner tout I I 5= Désélectionner tout J [¥] Mes donniées ont des en-tétes 0.0 1524
19 £i|480132254|gb| APRFOL000008.1| (Bla)OXA-64:AY750907:1-8 0.0 1524
) bi[480132254| gb| APRFO1000008.1| (Bla)OXA-217:N603240:1-4 0.0 1516
i 280132254 zb| APRFOI000008. 1| (Bla)OXA-216-FRBAS168:1-g | | Colonnes i 0.0 1516
51 | 480132254 | 2b| APRFO1000008 1| (BlajOXA-130:EU -l 0.0 1516
} Ei|4B0132254]2b| APRFOL00D008.1| (Bla)OXA-117:G04)35645: — 0.0 1516
Ei|480132254|gb | APRFOL000008.1|  (Bla)OXA-77:Av94p20d:1 |E 0.0 1516
 ki(480132254| gb| APRFO1000008.1|  (Bla)OXA-BE:AYTS i| |7 pas=== ™ 0.0 1516
E1(480132254| gb| APRFO1000008.1| (Bla) OXA-66:EF051061485-4)| |- popeses = 0.0 1516
7 Bi[480132254|gb| APRFO1000008.1| (Bla)OXA-249:HE9653770:1-4) 0.0 1509
5 | 480132254] gb | APRFO10C000E.1| (Bla)OXA-206:AB634250:1-80 0.0 1509
9 b | 4B0132254] gb| APRFOL00DO0B.1| (Bla)OXA-203:HQ998857.1-) 2 “’ 0.0 1509
) ki [480132254| gb| APRFO1000008.1| (Bla)OXA-202:HAT34813:1-4 === =1 — - : e : 0.0 15098
31 o | 480132254} gb | APRFO1000008.1|Bla)0XA-199-HQR37466:1233-21 2 i 4 b . 0.0 1509
oi | 480132254 gb | APRFO100D00E. 1| (Bla)OXA-150:GOR53681:1-B25:825 08 06 B25 16 0 645518 /46342 825 7 0.0 1509
oi | 480132254 gb | APRFOL100D00E.1| (Bla)OXA-144:FI872530:1-8325:825 08 06 B25 16 0 645518 /46342 825 7 0.0 1509
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10. Select and delete the gene detetced from same region of query.

AL File For ARG_ANALYSIS [Mode de compatibilité] - Microsoft Excel =

24
25
26
27
28
29
30

IR e

——/’ Accueil Insertion Mise en page Farmules Données Révision Affichage

B §1 3 y ﬁ | 3 ﬂJConnexmns A j | T ¢ Effacer = = s Ly
—@ 9 —J St s lj | Proprigtés zl i%i | C; Réappligues - " i "—_@[ o —FP
Apartirdu A partirdu A partir A partir d'autres | Connexions Adbuislicer ; %] Trier | Filtrer ., - Corvertir Supprimer  Validation des Consolider Analyse de
fichier Access site Web dutexte  sources ™ existantes tout~ =2 Modifier [es Hens d'atcas o Buance les doublons  données scénarios
Données extemes Connexions Trier et filtrer Qutils de dannées
Al v Je| Queryid
i A B G D  — G H [ | K L

1__L Query id Database id % ldentity  Alignment length Mismatches Gap Q85" QSE** D55*** DSE**** e-value  Bit score
2 gi[480132254|gb| APRFO1000008.1| Bla(Beta-lactamase_ciass-Aj:NC_010410:2507740-2500014:1275 100.00 1275 0 315294 316568 1275 1 0.0 2527
3 gi[480132254|gb| APRFOIC0000B.1| (Bla)OXA-69-AY750911.1-B25:825 100.00 825 0 0 |645518 646342 825 1 0.0 1635
4 gi[480132254|gb| APRFOICC000B.1| 9g8.22 786 14 0 | 645539 646324 786 1 0.0 1447
3 gi[480132254|gb|APRFOI000008.1[ Bla(Metallo_beta_lactamase]:NC_010410:c1337136-1996441:6%6 100.00 696 0 0 |824521 825216 1 696 0.0 1380
£ gi[480130436|gb| APRFOI00001LL| (Bla)OXA-23:EF120622:1499-2320.822 100.00 822 0 0 |306160 306981 822 1 0.0 1629
7 gi[480131261|gb|APRFO1000008.1| Bla(beta-lactamase_ciass-CjNC_010410:1184557-1185747:1191 100.00 1161 0 0 |766812 767972 31 1191 0.0 2302
8 gi[480131261|gb|APRFO1000000.1| Bla(Beta-lactamase_ciass-A)NC_010410:1803480-1804495:1020 100.00 1020 0 0 | 98511 99530 1 1020 0.0 2022
9 gi|480130886|gb| APRFO1000010.1|  Bla(Zn-dependent_hydrolase):NC_010410:882015-882977:963 100.00 963 0 0 185444 186406 963 1 0.0 1909
10 gi| 480125843 | gb| APRFO1000014.1| {Bla)NDM-1:10080305:1-813:813 100.00 813 0 0 | 13003 13815 | 813 1 0.0 1612
11 gi|480129356|gb| APRFO1000025.1| (TetiTetAl¥424423.04438-95712:1275 100.00 1275 0 0 | 8005 @ 9279 1 1275 0.0 2527
12 gi|480129356|gb| APRFO1000025.1] (Bla)TEM-1D:AF188200:215-1075:861 100.00 861 0 0 | 18680 19540 1 861 0.0 1707
13 mi|480129356)gb| APRFO1000025.1] 9541 844 5 0 | 18683 19532 1 844 0.0 1633
14 mi|480129356|gb| APRFO1000025.1| (AGIy)Aph3"la:FI172370: 33555—35‘483 816 100.00 816 0 0 | 25314 26129 816 1 0.0 1618
15 mi|480129356]gb| APRFO1000025.1] (AGIy)AadAl-pm:I0690540:7568-8798:831 99 88 802 1 0 | 30238 31039 | 30 831 0.0 1582
16 gi|480129356| gb| APRFO1000025.1| STETTEI-L1E AV 130285 1185 Th 99.75 785 2 0 18716 19500 1 785 00 1540
17 i | 4B0129356] gb| APRFO1000025.1] 2t R | e G e e 99.34 157 5 0 | 18710 19466 1 757 0.0 1461
18 mi|4B0129356|gb| APRFO1000025.1] (Phe)CatAlVODE22:244-003:660 99.85 660 1 0 | 13125 13784 66D 1 0.0 1300
19 gi|4B0129356|gb| APRFO1000025.1] [Tet)TetR:HF545434.53576-54226:651 100.00 651 0 0 | 7324 7974 | 651 1 0.0 1291
20 gi|4B0129356|gb| APRFO1000025.1] [AGIy)AadA24:HO123586:88-768.781 93.44 Tig 51 0 | 30260 31057 1 T7R 0.0 1138
21 i|4B0129356|gb| APRFO1000025.1] (SuljSull:AF071413:6700-7539:840 100.00 521 0 0 1 521 320 840 0.0 1033
22 2| 480129356| gb| APRFO1000025.1| (Sul)Sull:AF071413:6700-7535:240 100.00 495 0 0 | 31544 32038 1 405 0.0 981
23 zi|480129356|gb| APRFO1000025.1| [{AGly)Aac3-1:X15852:1250-1783:534 99.06 534 5 0 | 28671 20204 1 534 0.0 1019
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11. Final Result

AL il For ARG ANALYSES {Mede de compatiie]

% j ﬁ . éj i -""I -;ﬁ I_E;Eﬂ Connexions hL Pz T i Eifacer Be I EI::’. @ ¢+|_|
L-"'? | : i—u |_l__| “@ i Proprigtes - G Réappliquer EEE EE == » - Iﬂ
A partir du A partir du A partir A partir d'autres | Connexions || Actualiser . : L zl Trier | Filtrer \.t Convertir  Supprimer  Validation des Consolider Analyse de || Groy|
fichier Atcess site Web dutexte  sourcesT existantes tout~ =2 Modifier les liens d'acces || A - 0 wvance les doublons  données= scénarios = -
| Données extemnes ' Connexions Trier et filtrer Outils de données
B2A v £ |
| A | B e Lo L e Lele w0 L ] k] L
1| Query id Datahase id % Identity = Alignment length Mismatches Gap (QS5° QSE** D55*** DSE**** e-value  Bit score
2 |gi[480132254|gb| APRFOL000008.1| Bla(Beta-lactamase_ciass-A):NC_010410:2507740-2502014:1275 100.00 1275 0 0 315204 | 316568 1275 1 0.0 2527
3 gi|480132254|gb| APRFO100000B.1 (Bla)OXA-6%:AY750911:1-825:825 100.00 825 0 0 B45318 646342 825 1 0.0 1635
4 2i[480132254|gb| APRFO1000008.1| Bla(Metallo_beta_lactamase):NC_010410:c1997136-1956441°655 100.00 656 0 0 | B24521 | 825216 1 656 0.0 1380
5 Bi[4B0130436|gb|APRFO100001L1] (Bla)OXA-23EF120622:14593-2320:822 100.00 822 0 0 306160 | 306981 822 1 0.0 1629
b lgil43ﬂ131251|gb|APRFﬂ1m9.1| Bla(beta-lactamase_class-C):NC_010410:1184557-1185747:1191 100.00 1161 0 0 766812 | 767972 31 1181 0.0 2302
7 Ei|480131261|gb| APRFO1000009.1| EBla(Beta-lactamase_class-A):NC_010410:1803480-1804455:1020 100.00 1020 0 0 | 98511 | 99530 1 1020 0.0 2022
g gi|480130886|gh| APRFOL1000010.1|  BlajZn-dependent_hydrolase):NC_010410:882015-882977-963 100.00 963 0 0 185444 186406 963 1 00 1909
S gi|480129843|gb| APRFO1000014.1] (Bla)NDM-110080305:1-813:813 100.00 813 0 0 | 13003 | 13815 813 1 0.0 1612
10 oi| 4B0129356|gb| APRFO1000025.1] [Tet)TetA1¥424423:84438-05712:1275 100.00 1275 0 0 | BOOS | 9279 1 1275 0.0 2527
11 oi| 4B0129356|gb| APRFO1000025.1] (Bla)TEM-1D:AF128200:215-1075:861 100.00 g61 0 0  1868BD @ 19540 1 £61 0.0 1707
12 pi| 4B0129356|gb| APRFO1000025.1) [AGIy)Aph3"la:F1172370:38668-39483:816 100.00 816 0 0 | 25314 | 26129 Ble 1 0.0 1618
13 gi| 4B0129356|gb| APRFOL1000025.1) [AGly)AadAl-pm:10690540:7968-8798:831 99.28 802 1 0 | 30238 | 31039 30 831 0.0 1582
14 0i| 4B0129356|gb| APRFO1000025.1] [{Phe)Cathl:V0O0622:244-503:660 99.85 660 1 0 | 13125 | 13784 660 1 0.0 1300
15 gi|480129356|gb| APRFOL1000025.1] [Tet)TetR:HF545434:53576-54226:651 100.00 651 0 0 7324 7974 651 1 0.0 1291
16 =i|480129356|gb| APRFO1000025.1] [AGly)AadA24:HO123586:88-768:781 59344 778 51 0 | 30260 | 31037 1 I8 0.0 1138
17 gi|480129356|gb| APRFOL1000025.1] [SuljSull-AF07T1413:6700-7539:840 100.00 521 0 0 1 521 320 840 0.0 1033
18 oi|4B0129356|gb| APRFO1000025.1] [SuljSull-AF07T1413:6700-7539:840 100.00 485 0 0 31544 32038 1 485 0.0 981
19 oi| 4B0129356|gb| APRFO1000025.1] [AGIy)Aac3-1:X15852:1250-1783:534 99.06 534 5 0 | 28671 | 29204 1 534 0.0 1019
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